SEQUENCE LISTING 



<110> Karolinska Innovations AB 
<120> New method 
<130> 50400 
<160> 7 

<170> Patentln version 3.1 

<210> 1 

<211> 1470 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> gene - 
<222> (1) . . (1470) 

<223> ADHlC sequence with mutation at position 303 
<400> 1 

atgcactcaa gcagagaaga aatccacaag tactcaccag cctcctggtc tgcagagaag 60 
acagaatcaa tatgagcaca gcaggaaaag taatcaaatg caaagcagct gtgctatggg 120 
agttaaagaa acccttttcc attgaggagg tagaggttgc acctcctaag gctcatgaag 180 
ttcgcattaa gatggtggct gcaggaatct gtcgttcaga tgageatgtg gttagtggca 240 
acctggtgac cccccttcct gtgattttag gccatgaggc agccggcatc gtggaaagtg 300 
tttgagaagg ggtgactaca gtcaaaccag gtgataaagt catcccgctc tttactcctc 360 
agtgtggaaa atgcagaatt tgtaaaaacc cagaaagcaa ctactgcttg aaaaatgatc 420 
taggcaatcc tcgggggacc ctgcaggatg gcaccaggag gttcacctgc agcgggaagc 480 
ccatccacca cttcg.tcggc gtcagcacct tctcccagta cacagtggtg gatgagaatg 540 
cagtggccaa aattgatgca gcctcgcccc tggagaaagt ctgcctcatt ggctgtggat 600 
tttcgactgg ttatgggtct gcagtcaaag ttgccaaggt caccccaggg tctacctgtg 660 
ctgtgtttgg cctgggaggg gtcggcctat ctgttgttat gggctgtaaa gcagctggag 720 
cagccagaat cattgctgtg gacatcaaca aggacaaatt tgcaaaggct aaagagttgg 780 
gggccactga atgcatcaac cctcaagact acaagaaacc cattcaggaa gtgctaaagg 840 
aaatgactga tggaggtgtg gatttttcgt ttgaagtcat cggtcggctt gacaccatga 900 
tggcttccct gttatgttgt catgaggcat gtggcacaag tgtcattgta ggggtacctc 960 
ctgattccca gaacctctca ataaacccta tgctgctact gactggacgc acgtggaaag 1020 
gagctatttt tggaggcttt aagagtaaag aatctgtccc gaaacttgtg gctgacttta 1080 
tggctaagaa gttttcactg gatgcattaa taacaaatat tttacctttt gaaaaaataa 1140 
atgaaggatt tgacctgctt cgctctggaa agagtatccg taccgtcctg acgttttgaa 1200 
acaatacaga tgccttccct tgtagcagtt ttcagcctcc tctaccctac atgatctgga 1260 
gcaacagcta ggaaatatca ttaattctgc tcttcagaga tgttaaaaat aaattacacg 1320 
tgggagcttt ccaaagaaat ggaaattgat gggaaattat ttgtcaagca aatgtttaaa 1380 
atccaaatga gaactaaata aagtgttgaa catcaactgg ggaattgaag ccaataaacc 1440 
ttccttctta accattcaaa aaaaaaaaaa 1470 



<210> 2 

<211> 1470 

<212> DNA 

<213> Homo sapiens 

<220> 



<221> gene 

<222> (1) . . (1470) 

<223> ADHlc wildtype sequence 

<400> 2 

atgcactcaa gcagagaaga aatccacaag tactcaccag cctcctggtc tgcagagaag 60 

acagaatcaa tatgagcaca gcaggaaaag taatcaaatg caaagcagct gtgctatggg 120 

agttaaagaa acccttttcc attgaggagg tagaggttgc acctcctaag gctcatgaag 180 

ttcgcattaa gatggtggct gcaggaatct gtcgttcaga tgagcatgtg gttagtggca 240 

acctggtgac cccccttcct gtgattttag gccatgaggc agccggcatc gtggaaagtg 300 

ttggagaagg ggtgactaca gtcaaaccag gtgataaagt catcccgctc tttactcctc 360 

agtgtggaaa atgcagaatt tgtaaaaacc cagaaagcaa ctactgcttg aaaaatgatc 420 

taggcaatcc tcgggggacc ctgcaggatg gcaccaggag gttcacctgc agcgggaagc 480 

ccatccacca cttcgtcggc gtcagcacct tctcccagta cacagtggtg gatgagaatg 540 

cagtggccaa aattgatgca gcctcgcccc tggagaaagt ctgcctcatt ggctgtggat 600 

tttcgactgg ttatgggtct gcagtcaaag ttgccaaggt caccccaggg tctacctgtg 660 

ctgtgtttgg cctgggaggg gtcggcctat ctgttgttat gggctgtaaa gcagctggag 720 

cagccagaat cattgctgtg gacatcaaca aggacaaatt tgcaaaggct aaagagttgg 780 

gggccactga atgcatcaac cctcaagact acaagaaacc cattcaggaa gtgctaaagg 840 

aaatgactga tggaggtgtg gatttttcgt ttgaagtcat cggtcggctt gacaccatga 900 

tggcttccct gttatgttgt catgaggcat gtggcacaag tgtcattgta ggggtacctc 960 

ctgattccca gaacctctca ataaacccta tgctgctact gactggacgc acgtggaaag 1020 

gagctatttt tggaggcttt aagagtaaag aatctgtccc gaaacttgtg gctgacttta 1080 

tggctaagaa gttttcactg gatgcattaa taacaaatat tttacctttt gaaaaaataa 1140 

atgaaggatt tgacctgctt cgctctggaa agagtatccg taccgtcctg acgttttgaa 1200 

acaatacaga tgccttccct tgtagcagtt ttcagcctcc tctaccctac atgatctgga 1260 

gcaacagcta ggaaatatca ttaattctgc tcttcagaga tgttaaaaat aaattacacg 1320 

tgggagcttt ccaaagaaat ggaaattgat gggaaattat ttgtcaagca aatgtttaaa 1380 

atccaaatga gaactaaata aagtgttgaa catcaactgg ggaattgaag ccaataaacc 1440 

ttccttctta accattcaaa aaaaaaaaaa 1470 



<210> 3 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<221> misc_feature 

<222> (1)..(20) 

<223> reverse primer 

<400> 3 

tcctgtacct ggtttgactg 2Q 



<210> 4 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 



<221> misc_feature 
<222> (1). .(20) 

<223> forward primer 

<400> 4 

ctgtgatttt aggccatgag 

<210> 5 

<211> 15 

<212> DNA 

<213> Artificial 

<220> 

<221> mi sc_f eature 

<222> CD - .(15) 

<223> sequencing primer 

<400> 5 

atcgtggaaa gtgtt 



<210> 6 

<211> 26 

<212> DNA 

<213> Artificial 

<220> 

<221> mi sc_f eature 

<222> (1). .(26) 

<223> forward primer 

<400> 6 

ttttagaaaa ttgggtttgt taagtc 

<210> 7 

<211> 21 

<212> DNA 

<213> Artificial 
<220> 

<221> misc_feature 

<222> (1). .(21) 

<223> reverse primer 

<400> 7 

ccttgtgcaa gtcctttcgt c 



